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Prevotella
Erysipelotrichaceae_incertae_sedis
Vampirovibrio
Bacteroides
Dialister
Faecalibacterium
Bifidobacterium
Dendrosporobacter
Coprococcus
Roseburia
Clostridium_XIVa
Desulfovibrio
Parabacteroides
Acholeplasma
Alistipes
Fusicatenibacter
Dorea
Lactobacillus
Ruminococcus
Blautia
Lachnospiracea_incertae_sedis
Clostridium_IV
Alkaliphilus
Clostridium_XVIII
Odoribacter
Oscillibacter
Sutterella
Gemmiger
Papillibacter
Ethanoligenens
Anaerostipes
Cohnella
Ruminococcus2
Eubacterium
Paraprevotella
Phascolarctobacterium
Mitsuokella
Sporobacter
Clostridium_llI
Collinsella
Bilophila
Adlercreutzia
Guggenheimella
Clostridium_XI
Haemophilus
Thermotalea
Butyricimonas
Anaerosporobacter
Barnesiella
Akkermansia
Clostridium_XIVb
Streptococcus
Intestinimonas
Parasutterella
Anaerovorax
Leifsonia
Lutispora
Mogibacterium
Lactonifactor
Filifactor
Petrimonas
Syntrophococcus
Mesoplasma




